Free proline is specifically accumulated in an acrA mutant of Escherichia coli K12 when cultured in a medium containing excess NaCI.
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Short communication those reported previously (Nakamura, 1977) , probably because larger inocula were used in the present experiments in order to obtain larger numbers of bacteria.
The results indicate that: (i) the amounts of all amino acids were increased by the addition of 4 and 5 % NaCl, and the increase was greater in N43 than in N90; (ii) higher concentrations of salt decreased the amino acid pool size; (iii) there was a considerable accumulation of proline in N43 cultured in the presence of excess NaCl (increasing from an undetectable amount in the normal culture to 42 : < in the 5 74 NaCl culture) but no such accumulation in N90; (iv) pool sizes of lysine and alanine were decreased by the addition of 4 % or more salt; (v) free glutamic acid in the pool was accumulated in both strains in the hypertonic media; and (vi) no significant changes occurred in the pool sizes of amino acids other than lysine, alanine, proline and glutamic acid. The percentage of glutamic acid in all the amino acid pools appeared to be roughly constant and unaffected by the NaCl concentration up to at least 6 %. Measures (1975) has shown that the accumulation of glutamic acid and proline in the pool occurs in either minimal or complete medium with a hypertonic concentration of NaCl. However, the present results show that a marked accumulation of free proline occurs in the acrA mutant N43, but not in the wild-type strain N90, under hypertonic conditions. Proline is synthesized from glutamic acid via glutamic acid semialdehyde. The end-product proline is an allosteric inhibitor of glutamate kinase and dehydrogenase which catalyse the conversion of glutamic acid to glutamic acid semialdehyde (Umbarger, 1978) . A possible explanation could be that the allosteric inhibition of the enzymes by proline is relaxed in the acrA mutant by the hypertonic stress with NaCl, but enzyme activities are resistant to it. I wish to thank Dr J. Ashida of Ehime University for valuable suggestions and Drs H. Matsubara and K. Wada of Osaka University for analysing the amino acid pools.
